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Construction of a model for bladder cancer prognosis and immune analysis

based on m6A-related long non—coding RNAs
Chen Hua,Yu Haitao ,Mei Yuhua,Li Li,Gou Xin
(Department of Urology , The First Affiliated Hospital of Chongqing Medical University )
[ Abstract] Objective : To explore N6—methyladenosine (m6A ) —related long non—coding RNAs (IncRNAs) in bladder cancer (BCa)
and their correlations with prognosis. Methods : Transcription, mutation, and clinical data of m6A-related IncRNAs were downloaded
from The Cancer Genome Atlas (TCGA) database. Then m6A-related signature IncRNAs were identified by co—expression network
analysis, Cox regression analysis, and LASSO regression analysis. A risk prognostic model was constructed and validated. A nomogram
was constructed to predict the prognosis of BCa patients. Functional enrichment analysis was performed using GO and KEGG. Stromal
and immune scores were evaluated using the ESTIMATE algorithm. Single sample gene set enrichment analysis algorithm was used for
quantitative analysis of immune cell infiltration and immune functions. The oncoPredict algorithm was used to predict potential thera-
peutic drugs. Results : We identified 1,739 m6A-related IncRNAs, of which 14 were correlated with prognosis. Five m6A-related In-
c¢RNAs(GRK5-IT1, AC008883.2, AC145207.5, AC103746.1,and AC104564.3) were selected using LASSO regression to construct a
prognostic risk model. The Kaplan—Meier and receiver operating characteristic curves confirmed that the prognostic risk model had
good predictive performance in training, test, and complete sets. The prognostic risk model based on m6A-related IncRNAs had higher

diagnostic efficiency compared to models based on other clinical fea-
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tures. Immune cell infiltration and single sample gene set enrich-

ment analysis further confirmed that these signature IncRNAs were
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nificant differences in the responses to multiple drugs. Conclusion : The five m6A-related signature IncRNAs may help assess the prog-

nosis and immune characteristics of BCa patients and facilitate the determination of personalized treatment options.
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